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4 <110> APPLICANT: Andersson, Leif ENTERED 

5 Luthman, L. Holger 

6 Marklund, Stefan 

8 <120> TITLE OF INVENTION: VARIANTS OF THE HUMAN AMP - ACT I VAT ED PROTEIN KINASE GAMMA 3 
SUBUNIT 

10 <130> FILE REFERENCE: 11145-007001 

12 <140> CURRENT APPLICATION NUMBER: US 09/826,581 

13 <141> CURRENT FILING DATE: 2001-04-05 

15 <150> PRIOR APPLICATION NUMBER: US 60/195,665 

16 <151> PRIOR FILING DATE: 2000-04-07 
18 <160> NUMBER OF SEQ ID NOS : 14 

20 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 821 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Homo sapiens 

27 <400> SEQUENCE: 1 

28 tctgagagcc caactctgct caatgaccat gttcccacat gctccaagcc acatcccctc 60 

29 aaaaagggtc cctctagctt gtcctcagtg acccaggagg cagctgagga ccaagtaccc 120 

30 agattatccg gtgcgcccct tccctcccag caacccccag ccttcagggc tgtagcagct 180 

31 gagcaaatgg gggcccctcc ctctcattgc ctgacaccca atcagagaga aaccgatcct 240 

32 ggcagggcag ggtgcccggg gccgggccca gaatagtgca gcccagccac agtgtcgcac 300 

33 acttgctctc agttggtctg gggctggcca catggagccc gggctggagc acgcactgcg 360 

34 cagggtatgg gggtcccagg ggagccggag ccggggcagc tgaggccaga agattgagcg 420 

35 cacgggctgt gaatgtgtgt gtgggcgtgt gtgtcttctg gtgtgtgttt ggtctggatt 480 

36 ttctcgtgaa tatgggcatg tgcatgtttg ggcatatgta ttgtgagtgt gtgtggttct 540 

37 gtgtgcctgg gagtgtttgg atgtgtgtgt ttctgtgtgt gtttgtgtat ggctgcatgt 600 

38 ctgtgtatgg cgtgtgtctg agcgtgtgta ttggtgtgca tgggtgtgta ggcgtgtgtt 660 

39 cagggagaag gggtttggga atgtaaggca ctttccccac tccttcagaa actcttctcc 720 

40 ccacagaccc cttcctggag cagccttggg ggttctgagc atcaaggtag ggagaatgcc 780 

41 ccctccctgg ggcctaacct cttcccccac ttccttgtcc c 821 

43 <210> SEQ ID NO: 2 

44 <211> LENGTH: 989 

45 <212> TYPE: DNA 

46 <213> ORGANISM: Homo sapiens 

48 <4 00> SEQUENCE: 2 

49 caggccccat tccccttcca gagatgagct tcctagagca agaaaacagc agctcatggc 60 

50 catcaccagc tgtgaccagc agctcagaaa gaatccgtgg gaaacggagg gccaaagcct 120 

51 tgagatggac aaggcagaag tcggtggagg aaggggagcc accaggtcag ggggaaggtg 180 

52 aggccaaggc cagttctggg gaggtgggag ccaggggagt gggaaatccc agaggagcct 240 

53 gggtctggtc tctacctcag gtccctccat aacacagagt tggacccaac cttcatcttg 300 

54 tggcctcagt ctccctacat agtagagaac aaggcactgc agtgccagag gccagcatgg 360 

55 ccaactcaga aagatgggac agagccacta cctggggcga ctctcaggtc agcccctcac 420 

56 ctgcaaatag ggccacagca tccaggcttc ccactgctgc tgtgagatga atggcgacag 480 
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57 cagatgagaa cgtgctttgg aagatggagt tactgtcctc ttcccctcct cccccaaaca 

58 ggtccccggt ccaggccagc tgctgagtcc accgggctgg aggccacatt ccccaagacc 

59 acacccttgg ctcaagctga tcctgccggg gtgggcactc caccaacagg gtgggactgc 

60 ctcccctctg actgtacagc ctcagctgca ggctccagca cagatgatgt ggagctggcc 

61 acggagttcc cagccacaga ggcctgggag tgtgagctag aaggcctgct ggaagagagg 

62 cctgccctgt gcctgtcccc gcaggcccca tttcccaagc tgggctggga tgacgaactg 

63 cggaaacccg gcgcccagat ctacatgcgc ttcatgcagg agcacacctg ctacgatgcc 

64 atggcaacta gctccaagct agtcatcttc gacaccatgc tggaggtgag gccacggctc 

65 tgcccaacct gtactcactc tccatccac 

67 <210> SEQ ID NO: 3 

68 <211> LENGTH: 1722 

69 <212> TYPE: DNA 

70 <213> ORGANISM: Homo sapiens 

72 <400> SEQUENCE: 3 

73 cctggcccct cagatcaaga aggccttctt tgctctggtg gccaacggtg tgcgggcagc 

74 ccctctatgg gacagcaaga agcagagctt tgtgggtgag gagaggctgg ggaggtgaag 

75 ggagatggag gaggtgaggg ggagatcttg tacggttgtt ctggggctga tctctgatat 

76 accacaagct tggcttcagg ccaagcccag ccaggggcca gggtggagga aagtccatcc 

77 ggagtctgca tggccagctg ggagaccctg gggctcaatt tccccatctg tggagccgct 

78 atgaccagct gacacctttc acctccgcta ctgcatggcc ctgtgccata ggtgctaggg 
7 9 agcaaatggg gggaggcagg agagaaagag ccccacttct caggcctggg gggctgcccc 

80 actgtcctgt tcccacagtc cccactgtgt ctcagcacaa ggacactggc agggtgggga 

81 ggggatctga ccctcaacct gccttccacc caaaggcccc gggctgacct cctccccgcc 

82 cctcccctgc agggatgctg accatcactg acttcatcct ggtgctgcat cgctactaca 

83 ggtcccccct ggtgaggagt gggctgggaa tcttatgggc acccagaggg gcgggggcgg 

84 aggggagtcc tcctggagcc tggtgcccta gaagcccacg tctttctgac ttctggagtc 

85 ctgtcgatgt ctctaggtcc agatctatga gattgaacaa cataagattg agacctggag 

86 gggtgagtgg ggagaggaac ccggaaaggg gctgttggtg atggtgggcc agggcttaag 

87 gtggaggatg ggcagtgggg atgtcctgga gtgaacaggg gagggacaat aggagcctcg 

88 ggtgcctgac ggaagggaag ctgcctggga ctgcaaggtg aggcaggtga ccggctcccc 

89 tggcctgact ctggctcttt ctgcagagat ctacctgcaa ggctgcttca agcctctggt 

90 ctccatctct cctaatgata ggtgggtgtc tctgctcatt cacctgagcc tcctcctccc 

91 acagtcccct tccccagtcc cactcagctc tgaactcacc tcttcatcct aggcggcaca 

92 cagacaaggg agccttggtg ccctgccctc ctttttaggg gcctgggatg gaggttgtct 

93 ctccctaggc tgccccgagg ctcactgctc ccatctctgc agcctgtttg aagctgtcta 

94 caccctcatc aagaaccgga tccatcgcct gcctgttctt gacccggtgt caggcaacgt 

95 actccacatc ctcacacaca aacgcctgct caagttcctg cacatctttg taagcctggg 

96 cccaggtggg aggaaggggg agacctgggc aggtgatcag agggcctgag gagtcttcag 

97 ccctagcagt cgtggggaag agctgggagc cctcttgaag ctgctggatc cctgatctcc 

98 acctggtccc catcctaacc agggttccct gctgccccgg ccctccttcc tctaccgcac 

99 tatccaagat ttgggcatcg gcacattccg agacttggct gtggtgctgg agacagcacc 

100 catcctgact gcactggaca tctttgtgga ccggcgtgtg tctgcactgc ctgtggtcaa 

101 cgaatgtggt acccaccccc aggatgagag gctcgggctg ga 

104 <210> SEQ ID NO: 4 

105 <211> LENGTH: 1014 

106 <212> TYPE: DNA 

107 <213> ORGANISM: Homo sapiens 

109 <400> SEQUENCE: 4 

110 cctgtctttc tccccccacc ccccacaacc accctctgca ggtcaggtcg tgggcctcta 
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128 <210> SEQ ID NO: 5 

129 <211> LENGTH: 1647 

130 <212> TYPE: DNA 

131 <213> ORGANISM: Homo sapiens 

133 <220> FEATURE: 

134 <221> NAME/KEY: CDS 

135 <222> LOCATION: ( 20 ) . . . ( 1486 ) 

137 <400> SEQUENCE: 5 

138 ttggtctggg gctggccac atg gag ccc ggg ctg gag cac gca ctg cgc agg 52 

139 Met Glu Pro Gly Leu Glu His Ala Leu Arg Arq 

140 1 5 10 

142 acc cct tec tgg age age ctt ggg ggt tct gag cat caa gag atg age 

143 Thr Pro Ser Trp -Ser Ser Leu Gly Gly Ser Glu His Gin Glu Met Ser 

144 15 20 25 

146 ttc eta gag caa gaa aac age age tea tgg cca tea cca get gtg acc 

147 Phe Leu Glu Gin Glu Asn Ser Ser Ser Trp Pro Ser Pro Ala Val Thr 

148 30 35 40 

150 age age tea gaa aga ate cgt ggg aaa egg agg gee aaa gee ttg aga 

151 Ser Ser Ser Glu Arg He Arg Gly Lys Arg Arg Ala Lys Ala Leu Arg 

152 45 50 55 

154 tgg aca agg cag aag teg gtg gag gaa ggg gag cca cca ggt cag ggg 244 

155 Trp Thr Arg Gin Lys Ser Val Glu Glu Gly Glu Pro Pro Gly Gin Gly 

156 60 65 70 75 

159 gaa ggt ccc egg tec agg cca get get gag tec acc ggg ctg gag gee 292 

160 Glu Gly Pro Arg Ser Arg Pro Ala Ala Glu Ser Thr Gly Leu Glu Ala 

161 80 85 90 

163 aca ttc ccc aag acc aca ccc ttg get caa get gat cct gec ggg gtg 

164 Thr Phe Pro Lys Thr Thr Pro Leu Ala Gin Ala Asp Pro Ala Gly Val 

165 95 100 105 

167 ggc act cca cca aca ggg tgg gac tgc etc ccc tct gac tgt aca gec 

168 Gly Thr Pro Pro Thr Gly Trp Asp Cys Leu Pro Ser Asp Cys Thr Ala 

169 HO 115 120 
171 tea get gca ggc tec age aca gat gat gtg gag ctg gee acg gag ttc 436 
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238 380 385 390 395 

240 tat tec cgc ttt gat gtg att cac ctg get gee cag caa acc tac aac 1252 

241 Tyr Ser Arg Phe Asp Val lie His Leu Ala Ala Gin Gin Thr Tyr Asn 

242 400 405 410 

244 cac ctg gac atg agt gtg gga gaa gec ctg agg cag agg aca eta tgt 1300 

245 His Leu Asp Met Ser Val Gly Glu Ala Leu Arg Gin Arg Thr Leu Cys 

246 415 420 425 

24 8 ctg gag gga gtc ctt tec tgc cag ccc cac gag age ttg ggg gaa gtg 1348 

249 Leu Glu Gly Val Leu Ser Cys Gin Pro His Glu Ser Leu Gly Glu Val 

250 430 435 440 

252 ate gac agg att get egg gag cag gta cac agg ctg gtg eta gtg gac 1396 

253 He Asp Arg He Ala Arg Glu Gin Val His Arg Leu Val Leu Val Asp 

254 445 450 455 

256 gag acc cag cat etc ttg ggc gtg gtc tec etc tec gac ate ctt cag 1444 

257 Glu Thr Gin His Leu Leu Gly Val Val Ser Leu Ser Asp He Leu Gin 

258 460 465 470 475 

260 gca ctg gtg etc age cct get ggc ate gat gec etc ggg gee i486 

261 Ala Leu Val Leu Ser Pro Ala Gly He Asp Ala Leu Gly Ala 

262 480 485 

265 tgagaagatc tgagtcctca atcccaagcc acctgcacac ctggaagcca atgaagggaa 1546 

266 ctggagaact cagccttcat cttcccccac ccccatttgc tggttcagct atgattcagg 1606 

267 taggctctgc cctgggccat gacaccagcc tcttagtctt c 1647 

269 <210> SEQ ID NO: 6 

270 <211> LENGTH: 489 

271 <212> TYPE: PRT 

272 <213> ORGANISM: Homo sapiens 

274 <400> SEQUENCE: 6 

275 Met Glu Pro Gly Leu Glu His Ala Leu Arg Arg Thr Pro Ser Trp Ser 

276 1 5 10 15 

277 Ser Leu Gly Gly Ser Glu His Gin Glu Met Ser Phe Leu Glu Gin Glu 

278 20 ' 25 30 

279 Asn Ser Ser Ser Trp Pro Ser Pro Ala Val Thr Ser Ser Ser Glu Arg 

280 35 40 45 

281 He Arg Gly Lys Arg Arg Ala Lys Ala Leu Arg Trp Thr Arg Gin Lys 

282 50 55 60 

283 Ser Val Glu Glu Gly Glu Pro Pro Gly Gin Gly Glu Gly Pro Arq Ser 

284 65 70 75 80 

285 Arg Pro Ala Ala Glu Ser Thr Gly Leu Glu Ala Thr Phe Pro Lys Thr 

286 85 90 95 

287 Thr Pro Leu Ala Gin Ala Asp Pro Ala Gly Val Gly Thr Pro Pro Thr 

288 100 105 HO 

289 Gly Trp Asp Cys Leu Pro Ser Asp Cys Thr Ala Ser Ala Ala Gly Ser 

290 115 120 125 

291 Ser Thr Asp Asp Val Glu Leu Ala Thr Glu Phe Pro Ala Thr Glu Ala 

292 130 135 140 

2 93 Trp Glu Cys Glu Leu Glu Gly Leu Leu Glu Glu Arg Pro Ala Leu Cys 

294 "5 150 155 160 

295 Leu Ser Pro Gin Ala Pro Phe Pro Lys Leu Gly Trp Asp Asp Glu Leu 

296 165 170 175 
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